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Geno:, WT Bait: CRY1
Range: −61915.5,11436.5
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Geno:, WT Bait: CRY1
Range: −61915.5,11436.5
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Geno:, WT Bait: Cry1intron
Range: −41147.5,32204.5



●

●
●

●
●

●

●

●●

●

●

●

●

●

●●

●
●

●
●

●

●●

●
●

●

●

●●●

●●

●

●
●

●
●●
●
●●

●

●

●

●

●

●

●

●

●●
●●

●

●●

●
●●●●

● ●

●

●●

●
●●

●

●

●

●

●

●

●

●

●

●
●●●●

●

●

●●●

●

●

0

1

2

3

−
0.

5

0.
0

0.
5

1.
0

4C−Seq Log2 Fold Change (ZT20−ZT08)

P
ol

2 
Lo

g2
 F

ol
d 

C
ha

ng
e 

(P
ea

k 
to

 T
ro

ug
h)

Geno:, WT Bait: Cry1intron
Range: −41147.5,32204.5
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Geno:, WT Bait: GYS2
Range: −59958,10538
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Geno:, WT Bait: GYS2
Range: −59958,10538
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Geno:, WT Bait: Gys2intron
Range: −38823.5,31672.5
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Geno:, WT Bait: Gys2intron
Range: −38823.5,31672.5
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Geno:, WT Bait: Mreg
Range: −63428.5,9645.5
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Geno:, WT Bait: Mreg
Range: −63428.5,9645.5
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Geno:, KO Bait: CRY1
Range: −61915.5,11436.5
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Geno:, KO Bait: CRY1
Range: −61915.5,11436.5
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Geno:, KO Bait: Cry1intron
Range: −41147.5,32204.5
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Geno:, KO Bait: GYS2
Range: −59958,10538
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Geno:, KO Bait: GYS2
Range: −59958,10538
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Geno:, KO Bait: Gys2intron
Range: −38823.5,31672.5



0

1

2

3

−
0.

5

0.
0

0.
5

1.
0

4C−Seq Log2 Fold Change (ZT20−ZT08)

P
ol

2 
Lo

g2
 F

ol
d 

C
ha

ng
e 

(P
ea

k 
to

 T
ro

ug
h)

Geno:, KO Bait: Gys2intron
Range: −38823.5,31672.5



0

1

2

3

−
0.

5

0.
0

0.
5

1.
0

4C−Seq Log2 Fold Change (ZT20−ZT08)

H
3K

27
ac

 L
og

2 
F

ol
d 

C
ha

ng
e 

(P
ea

k 
to

 T
ro

ug
h)

Geno:, KO Bait: Mreg
Range: −63428.5,9645.5
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