H3K27ac Zscore Peak to Trough

Geno:, WT Bait: CRY1
Range: —72200.5,7535
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Pol2 Zscore Peak to Trough

Geno:, WT Bait: CRY1
Range: —72200.5,7535
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H3K27ac Zscore Peak to Trough

Geno:, WT Bait: Crylintron
Range: -51432.5,9967
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Pol2 Zscore Peak to Trough

Geno:, WT Bait: Crylintron
Range: -51432.5,9967
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Geno:, WT Bait: GYS2
Range: -55099.5,-7280
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Pol2 Zscore Peak to Trough

Geno:, WT Bait: GYS2
Range: -55099.5,-7280
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H3K27ac Zscore Peak to Trough

Geno:, WT Bait: Gys2intron
Range: —33965,9911
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Pol2 Zscore Peak to Trough

Geno:, WT Bait: Gys2intron
Range: —33965,9911
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Geno:, WT Bait: Mreg
Range: -56686,-3485.5
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Pol2 Zscore Peak to Trough

Geno:, WT Bait: Mreg
Range: -56686,-3485.5
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H3K27ac Zscore Peak to Trough

Geno:, KO Bait: CRY1
Range: —72200.5,7535
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Pol2 Zscore Peak to Trough

Geno:, KO Bait: CRY1
Range: —72200.5,7535
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H3K27ac Zscore Peak to Trough

Geno:, KO Bait: Crylintron
Range: -51432.5,9967
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Pol2 Zscore Peak to Trough

Geno:, KO Bait: Crylintron
Range: -51432.5,9967
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H3K27ac Zscore Peak to Trough

Geno:, KO Bait: GYS2
Range: —55099.5,-7280
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Pol2 Zscore Peak to Trough

Geno:, KO Bait: GYS2
Range: -55099.5,-7280
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H3K27ac Zscore Peak to Trough

Geno:, KO Bait: Gys2intron
Range: —33965,9911
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Pol2 Zscore Peak to Trough

Geno:, KO Bait: Gys2intron
Range: —33965,9911
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H3K27ac Zscore Peak to Trough

Geno:, KO Bait: Mreg
Range: -56686,-3485.5
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Pol2 Zscore Peak to Trough

Geno:, KO Bait: Mreg
Range: -56686,-3485.5
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